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Policy discussions at the G7 summit 2015
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Carbapenem resistance in A. baumani
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Epidemiological relatedness using PFGE
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Diagnostic Report
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ColV plasmid mediate pathogenicity in ST13E.coli
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Alterations of Genes involved in Iron Metabolism

Total: 5276 genes

Selection criteria: at least 10 reads, !
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Role of lasso peptide in bacterial growth inhibiti on

The iron-siderophore transporter FhuA is the recepto r for the antimicrobial peptide microcin J25

Indran Mathavan et al. Nat Chem Biol. 2014 May;10(5):340-2. doi: 10.1038

MccJ25 C-terminal is involved in RNA-polymerase inh  ibition

Paula A. Vincent et al. Biochem Biophys Res Commun. 2005 Jun 3;331(2):549-51
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An increase Iin blaKPC-2-encoding Enterobacteriaceae in
South Hesse (Germany) in 2014
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Unigue genetic environment of blaKPC-2 in the isolates
from southern Hesse
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Quality reports PacBio
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KPC-2 Plasmid
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Analysis of the vesicular proteins by SDS-PAGE and TEM
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Citrobacter spp. Plasmids

Plasmid with low homology to other plasmids
Unknown Inc group
No antibiotic resistance genes
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Model of OMV Biogenesis
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Enterobacterial KPC’'s




Transcriptome Analysis

E coli (2,4 h) 180 rpm, 37 C

Isolation of bacterial total RNA
Determination of RNA quality (RIN)

Transcriptome analysis

Bioinformatic analysis

RNA quality: RIN: 9.7
EAHEC without Dapako
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Increased Serum Resistance in EAHEC due to Anthocyani  ns
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An increase Iin blaKPC-2-encoding Enterobacteriaceae in
South Hesse (Germany) in 2014
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Short-read paired-end sequencing
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Quality reports PacBio
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Citrobacter spp. Plasmids

Plasmid with low homology to other plasmids
Unknown Inc group
No antibiotic resistance genes
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Map of the pCF8698KPC-2
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Enterobacterial carbapenemases in Germany
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Carbapenem resistance in A. baumani
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